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Data Acquisition

Using MESH indexing and 
the PubMed API allowed us 
to mine from the highest 
quality journals.

64% of the papers 

come from high impact 
Bioanalysis papers

Automated framework
to efficiently annotate 5 out of the 20 
experimental conditions makes a day's 
worth of work a matter of seconds.

64% of papers have 7 or more 

complex experimental conditions

We developed a pipeline for obtaining article abstracts and full 
texts from journals listed in the PubMed:

Trained, evaluated and compared multiple NLP models to 
extract assays from abstracts with high accuracy

70% improvement in accuracy from existing pre-trained 
BioBERT model

Model Development

Easy to use website built for Bio-Analysts to query the curated 
assays to find their information quickly and efficiently

Web Development
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Fig 4: Word Cloud of 
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Fig 5: Software Architecture for Website

Future Work
• Building a pipeline to extract full-texts of 

articles
• Connecting to Merck's internal databases
• Similarity search for compound structures
• Creating a quantitative metric to evaluate 

the quality of article


